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Background

HTLV indeterminate WB patterns are frequently
observed in plasma/serum samples from persons living
in intertropical areas.

Material and methods

In the framework of ongoing projets on HTLV-1/2 and
related viruses in central Africa, we systematically ana-
lysed by WB, plasma from villagers living in south
Cameroun. The studied group included 2155 individuals
(mean age 44, range 2-90, 982 women/1173 men), either
Bantous (1258) or Pygmies (897). All plasma samples
were tested by WB (HTLV 2-4 MPD) with interpreta-
tion done according to manufacturer instructions. Only
clear bands were considered as positive/informative.
DNA extracted from buffy-coat were subjected to PCR
using several primer pairs known to detect HTLV-1/2/
3/4. Positive PCR bands were sequenced.

Results

Among the 2155 plasma samples, 48 were HTLV-1, 20
HTLV-2, and 134 HTLV. Furthermore, 955 were inde-
terminate including 100 HGIP (HTLV-I Gag-indetermi-
nate pattern) [1], and 57 with a peculiar pattern
exhibiting mostly p28, p32, p36, and a shifted GD21.
The other samples were either WB negative (998) or
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exhibited mostly faint or unique p19 or p24 bands.
Most HTLV-1 samples and some HTLV were found
PCR positive. In contrast, all the others (HTLV-2,
HGIP, new WB pattern and other indeterminate) were
found PCR negative except in one case of a HTLV-3
infection [2]. Epidemiological determinants of the per-
sons with this new pattern were different from those
with HTLV-1.

Conclusions

Search for the origin of this frequent new WB is
ongoing with special insights concerning cross-reactiv-
ities with parasitic antigens as suggested for the HGIP
pattern [3].
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